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Aeromonas hydrophila 0 1 1 2 Acinetobacter spp. 4 4 2 29 Candida albicans 32 45 50 293
Campylobacter jejuni 12 23 30 124 Candida albicans 52 76 94 582 Chlamydia trachomatis 5 3 10 44
Campylobacter coli 0 0 0 4 Enterobacter spp. 23 28 48 254 Neisseria gonorrhoeae 1 0 0 4
Campylobacter jejuni/coli 2 4 4 18 Enterococcus_spp. 262 294 284 2233 Streptococcus B 58 42 48 356
Clostridium perfringens 0 0 0 1 Escherichia coli 505 634 629 4565 [ 96 90 108 697
Escherichia coli , EHEC/STEC 1 0 4 9 Klebsiella pneumoniae 118 156 174 1187 A 601 633 555 4543
Plesiomonas shigelloides 0 0 0 2 Klebsiella aerogenes 18 14 26 155
Salmonella 04 2 1 7 17 Pseudomonas aeruginosa 81 105 104 745 WSS, aureus DGR
Salmonella O7 1 1 1 4 Staphylococcus aureus 53 78 83 564 R4 61 7H 8H &t
Salmonella 08 1 2 0 5 Staphylococcus 277 7 —P &k 192 224 168 1424 MRSA 1 5 6 30
Salmonella_09 1 2 3 11 [ 1308 1613 1612 11738 e MSSA 0 4 0 10
Salmonella 03, 10 0 0 0 1 A 2625 2942 3127 22516 o ATV ARE 0 0 0 0
Staphylococcus aureus 1 9 6 40 &t 1 9 6 40
Yersinia enterocolitica 0 2 0 2 Jiikid S. aureus 1 9 6 40
AR 21 45 56 240 i 6J1 7H 81 aat MRSA 4 3 4 26
A 258 387 359 2632 Anaerobes 37 36 36 280 % MSSA 10 16 10 83
Escherichia coli 160 179 202 1288 3l AF VR 0 0 0 0
& (I ANR) Enterobacter spp. 12 13 17 114 it 14 19 14 109
A )L AL 6 7H 8H &t Haemophilus influenzae 3 0 0 6 S. aureus 14 19 14 109
adenovirus 40/41 4 6 2 33 Klebsiella pneumoniae 44 62 77 470 MRSA 0 0 0 2
norovirus F£A~ B 6 13 3 118 Klebsiella aerogenes 5 5 15 58 B4 MSSA 0 0 0 3
rotavirus 1 1 0 25 Listeria monocytogenes 0 0 0 3 ; AF )RR 0 0 0 0
[ 11 20 5 176 Pseudomonas aeruginosa 12 23 12 116 # & 0 0 0 5
mA 222 267 228 1914 Salmonella spp. 3 1 6 15 S. aureus 0 0 0 5
Staphylococcus aureus 60 75 75 582 MRSA 19 30 31 217
f& (5ih) Staphylococcus 7 75— Ptk 101 118 114 853 MSSA 34 48 52 347
JE R4 6 | 774 1 s8H [ &t ] Streptococcus B 7 5 18 82 IR AF VUK 0 0 0 0
A3 6| 2| 3] 28 | Streptococcus pneumoniae 1 0 1 24 it 53 78 83 564
e 445 517 573 3891 S. aureus 53 78 83 564
il (MoK, Mk, BIfiR/eL) A 6584 7791 7757 57305 MRSA 9 42 29 195
B4 6/1 7H 8/ ot I MSSA 47 33 46 383
Anaerobes 14 30 50 224 VIR, S5 R HS KOV S S 08 it ATV R 2 0 0 2
Escherichia coli 17 31 39 225 i 6J1 7H 81 aat L it 48 75 75 570
Enterobacter spp. 8 10 15 75 Anaerobes 57 102 70 473 S. aureus 60 75 75 582
Klebsiella pneumoniae 15 11 20 111 Haemophilus influenzae 53 66 57 461 114 179 180 1193
Klebsiella aerogenes 1 4 4 22 Klebsiella p i 80 127 121 858 s 97 131 103 986
Mycobacterium_spp. 1 0 1 2 Legionella pneumophila 0 2 0 2 b 0 0 0 0
Mycoplasma pneumoniae 0 0 0 2 Mycobacterium tuberculosis 31 40 17 227 211 310 283 2179
Pseudomonas aeruginosa 6 9 7 66 Mycoplasma pneumoniae 0 2 1 4 S. aureus 211 310 283 2192
Staphylococcus aureus 14 19 14 109 Pseudomonas aeruginosa 110 158 169 1089 MRSA 147 259 250 1663
Staphylococcus 27 77—V et 5 7 12 62 Staphylococcus aureus 211 310 283 2192 a MSSA 188 232 211 1812
Streptococcus pneumoniae 0 0 0 2 Streptococcus A 1 1 0 11 it ATV ARE 2 0 0 2
[ 81 121 162 900 Streptococcus B 15 17 23 141 2t 337 491 461 3471
mA 409 435 444 3305 Streptococcus pneumoniae 18 32 21 250
e 576 857 762 5708
itk A 2477 2791 2449 19823
R4 6 7A 8H Exis
Escherichia coli 0 0 0 1 * TEFEIEL 20264E 1 A 2 BORFTT,
Listeria monocytogenes 0 0 0 2
Staphylococcus aureus 0 0 0 5
Streptococcus B 0 0 0 1
Streptococcus pneumoniae 1 0 0 3
AR 1 0 0 12
BRATH 144 213 197 1437
WS 45 X OMRIHEA HOR
R4 6 7A 8H i
Bordetella pertussis 0 0 0 1
Haemophilus influenzae 22 19 21 134
Streptococcus A 6 4 4 42
Streptococcus pneumoniae 17 11 18 114
[ 45 34 43 291
R 903 926 792 6150




