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B4 10/ 11/ 12 it B4 101 11/ 121 it B4 101 11/ 121 it
Aeromonas hydrophila 0 0 0 6 Bordetella pertussis 0 0 1 13 Candida albicans 40 34 31 456
Bacillus cereus 0 0 0 1 Haemophilus_influenzae 6 2 4 144 Chlamydia trachomatis 6 8 2 61
Campylobacter jejuni 5 11 8 141 Streptococcus A 2 4 4 51 Neisseria gonorrhoeae 0 0 0 3
Campylobacter coli 1 0 0 2 Streptococcus pneumoniae 5 12 5 114 Streptococcus B 51 36 40 563
Campylobacter jejuni/coli 3 1 1 20 (AR 13 18 14 322 Trichomonas vaginalis 0 0 0 2
Clostridium botulinum _E P44+ 0 0 0 1 HRATEEL 663 602 624 7688 [ 97 78 73 1085
Escherichia coli , EHEC/STEC 1 0 0 8 A 608 995 539 7114
Escherichia coli , EAEC 0 0 0 1 JR
Plesiomonas shigelloides 0 1 0 6 ERiva 10 114 125 &t FiiEnsz S. aureus DNER
Salmonella Typhi 0 0 0 1 Acinetobacter spp. 5 5 3 41 A4 104 1A 12/ oxis
Salmonella_ 04 5 0 2 28 Candida albicans 72 55 87 860 MRSA 1 5 1 44
Salmonella_ 07 0 0 1 20 Enterobacter spp. 47 34 31 417 S MSSA 0 1 1 14
Salmonella 08 1 1 0 12 Enterococcus_spp. 305 268 281 3659 & AF VKA 0 0 0 0
Salmonella_ 09 0 0 1 6 Escherichia coli 588 544 620 7117 Fis 1 6 2 58
Salmonella 03, 10 0 0 0 1 Klebsiella pneumoniae 213 158 194 2028 S. aureus 1 6 2 58
Salmonella 013 1 0 0 2 Klebsiella aerogenes 21 19 18 242 MRSA 2 4 4 45
Salmonella Z MDA 0 0 0 1 Pseudomonas aeruginosa 132 97 94 1206 e MSSA 9 9 6 103
Salmonella #EAB] 0 0 0 3 Staphylococcus aureus 54 49 60 813 % AF VKA 0 0 0 0
Staphylococcus aureus 1 6 2 58 Staphylococcus =777 —PRatk 191 174 218 2497 B 11 13 10 148
Yersinia enterocolitica 0 0 1 2 [T 1628 1403 1606 18880 S. aureus 11 13 10 149
Fh %L 18 20 16 320 A 3041 2951 3066 36185 MRSA 0 0 0 3
A 348 274 310 4411 g [ MSSA 0 0 0 4
JIiRIES e | AT VIR 0 0 0 0
& (DANR) B4 10/ 11/ 121 &t = 0 0 0 7
AN AL, 104 114 12/ el Anaerobes 23 20 25 340 S. aureus 0 0 0 7
adenovirus 40/41 5 5 4 34 Escherichia coli 182 155 165 1985 MRSA 24 23 29 322
norovirus FE~E 0 3 7 137 Enterobacter spp. 14 16 8 168 MSSA 30 26 31 491
rotavirus 0 3 3 54 Haemophilus influenzae 2 3 0 13 R AF VR 0 0 0 0
R 5 11 14 225 Klebsiella pneumoniae 83 80 65 792 it 54 49 60 813
TR 130 112 185 2183 Klebsiella aerogenes 4 1 3 60 S. aureus 54 49 60 813
Listeria monocytogenes 0 0 0 2 MRSA 32 24 27 316
{8 (J) Neisseria meningitidis 0 0 0 1 i [MssA 50 44 48 547
Ji R4 10/ 114 - Pseudomonas aeruginosa 21 15 17 196 o | AFVU KRR 0 0 0 0
AR 3] 2 [ 4] 44 Salmonella_Typhi 0 0 0 1 i B 82 68 75 863
Salmonella_spp. 2 3 3 30 S. aureus 82 68 75 863
2R (K, HEK, Bffii7e L) Staphylococcus aureus 82 68 75 863 MRSA 147 137 142 1881
EHiA 10 114 125 o Staphylococcus =17 277 — Vet 105 66 116 1361 W MSSA 101 114 138 1578
Anaerobes 27 9 15 281 Streptococcus B 12 10 5 124 o AF VKR 0 0 0 5
Escherichia coli 33 26 34 374 Streptococcus pneumoniae 2 8 6 75 ks 248 251 280 3449
Haemophilus_influenzae 0 0 0 2 (iR 532 445 488 6011 S. aureus 248 254 280 3462
Enterobacter spp. 20 12 9 132 A 7165 7223 7434 88771 MRSA 206 193 203 2611
Klebsiella pneumoniae 16 14 16 179 & MSSA 190 194 224 2737
Klebsiella aerogenes 5 2 4 33 R, SRS B LN F RGN DO E B AF VKMt 0 0 0 5
Mycobacterium spp. 0 0 0 8 ERiva 10 114 125 e Bt 396 387 427 5353
Pseudomonas aeruginosa 5 4 6 89 Anaerobes 70 41 55 578
Staphylococcus aureus 11 13 10 149 Haemophilus influenzae 33 35 65 762
Staphylococcus =17 7' — Lk 1 6 6 81 Klebsiella pneumoniae 157 146 142 1599
Streptococcus pneumoniae 1 0 1 2 Mycobacterium tuberculosis 31 36 30 393
[ 119 86 101 1330 Mycoplasma pneumoniae 3 3 5 25
TR 436 378 442 4899 Pseudomonas aeruginosa 158 149 147 1682
Staphylococcus aureus 248 254 280 3462
HIK Streptococcus A 0 2 1 23
A 101 114 125 e Streptococcus B 16 7 13 213
Staphylococcus aureus 0 0 0 7 Streptococcus pneumoniae 21 37 43 409
Streptococcus B 0 1 0 3 (iR 737 710 781 9146
Streptococcus pneumoniae 0 0 0 2 R 2878 2651 2762 33989
AR 0 1 0 12 * TEFEIE. 202541 H b0 T,
A 208 182 201 2175




